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Introduction

The Psoriasis PhysioPD Research Platform represents the
various biological components involved the pathogenesis
of psoriasis as well as standard therapies.

* Psoriasis is a chronic, debilitating autoimmune skin
disease affecting approximately 2% of the population with
itching, thickened, red scaly skin, and more rarely

Virtual Patients were used to evaluate the effect of
pathway uncertainties on drug efficacy.
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* Prospective simulations were conducted to evaluate the
efficacy of the enzyme-specific inhibitor under the
various sets of target-related assumptions

 The Psoriasis PhysioPD™ Platform is a graphical and
mathematical model of the psoriatic disease processes
and integrates data and knowledge from numerous
sources into a single contextual framework

Conclusions

 Therapy dosing and pharmacokinetics for the novel
compound and the competitor drug were included in the The Psoriasis PhysioPD Platform was designed to
Platform represent the pathophysiology of a single chronic
psoriatic plaque

e Differential equations represent the dynamic processes
associated with psoriasis and the response to treatments

* Platform was qualified by Rosa’s Model Qualification
Method (Figure 1)

e Key drivers of treatment
efficacy were identified by

Systematic SA highlighted the key pathways

most critical in response to therapy. Platform qualification included the reported response
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